Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.051; wR factor = 0.161; data-to-parameter ratio = 16.0.
rotation of the fluorophenyl ring, the F atom is disordered over two sites with an occupancy ratio of 0.632 (4):0.368 (4).
Related literature
For biological properties of hydrazones, see: Sreeja et al. (2004) ; Ajani et al. (2010) . For the synthesis of related compounds and for related work, see: Mangalam & Kurup (2011) . For a related structure, see: Nair et al. (2012) . For difluorophenyl compounds, see: Nayak et al. (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Farrugia, 2012) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 and publCIF (Westrip, 2010) .
possess (Sreeja et al., 2004; Ajani et al., 2010) . As a continuation of our work in this area (Mangalam & Kurup, 2011) , we herein report a new aroyl hydrazone, derived from the reaction of 2-fluoroacetophenone and nicotinic acid hydrazide.
The molecule crystallizes in orthorhombic space group Pbcn. The title compound adopts an E configuration with respect to the azomethine olefinic bond whilst the C8 and N2 atoms are in Z configuration with respect to the same bond with torsion angles for C1-C7-N1-N2 and N2-N1-C7-C8 of 177.76 (16) and -0.9 (3)°, respectively (Fig. 1) . The ketonic O and the azomethine N are cis to each other with a torsion angle of -0.3 (3)°. The molecule exists in the amido form with a C9=O1 bond length of 1.221 (2) Å which is very close to the reported C=O bond length in a similar structure (Nair et al., 2012) . The pyridyl and fluorophenyl rings make dihedral angles of 45.44 (7) and 42.48 (6)° with the C(=O)N 2 CC central unit making the molecule non-planar.
A bifurcated hydrogen bond is formed between the amide H atom and the keto oxygen, O1 and imine nitrogen atom, N1
of an adjacent molecule which leads to formation of a hydrogen bonded chains of molecules that propagate along the baxis direction of the structure (Fig. 2) with donor-acceptor distances of 3.163 (2) Å and 3.148 (2) Å respectively. In addition to the above intermolecular H bonding interactions, a non-classical H bond between H8A of methyl carbon C8 and the fluorine (F1) atom also stabilizes the packing. The non-classical H bonding features a C8···F1 distance of 3.169 (3) Å and links the molecules in a zigzag fashion (Fig. 2) . No significant π···π interactions with centroid-centroid distances of less than 4 Å are observed in the structure.
Through a 180° rotation of the fluorophenyl ring, the fluorine atom F1 is disordered over two sites in a ratio of 63.3 (4):36.7 (4). Similar instances of positional disorder had been previously reported (Nayak et al., 2012) .
The title compound was prepared by adapting a reported procedure (Mangalam & Kurup, 2011) . Methanolic solutions of nicotinic acid hydrazide (0.137 g, 1 mmol) and 2-fluoroacetophenone (0.138 g, 1 mmol) were combined, a few drops of glacial acetic acid were added, and the mixture was heated to reflux for 6 h. On cooling the mixture, crystals of the hydrazone separated out. The crystals were filtered off, washed with a minimum quantity of methanol and dried over P 4 O 10 in vacuo. Crystals suitable for X-ray analysis were obtained in 80% yield (0.2048 g) from methanolic solution by slow evaporation. The melting point of the prepared compound was found to be 186 °C.
IR (KBr, υ in cm -1 ): 3269, 3058, 2858, 1673, 1621, 1539, 1487, 1356, 1273, 1179, 1121, 1063, 943, 799, 709, 651, 565, 
Refinement
The disordered fluorine atoms F1 and F1B were refined freely, with the sum of their occupancy factors constrained to 1.0. Disordered hydrogen atoms H2 and H6 were placed in geometrically idealized positions and were constrained to ride on their parent C atoms with C-H distances of 0.93 Å. The N2-H2′ distance was restrained to 0.88 (1) Å. The remaining H atoms were placed in calculated positions, guided by difference maps, with C-H bond distances 0.93-0.96 Å. H atoms were assigned as U iso (H) = 1.2U eq (carrier) or 1.5U eq (methyl C). Omitted owing to bad disagreement were the reflections (2 2 3), (5 2 1) and (2 0 0).
Computing details
Data collection: APEX2 (Bruker, 2004 ); cell refinement: APEX2 and SAINT (Bruker, 2004) ; data reduction: SAINT and XPREP (Bruker, 2004 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2010) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010) . 
